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Appendix

Section 1. Glossary

Gene. A transcriptional unit of the genome that gives rise to one or more RNA variants, including

mRNA variants.

MRNA. A transcript that is made from a gene of the genome and that usually includes 5' and 3'

UTR regions, a protein coding sequence, and a polyA tail at the 3' end.

MRNA Variants. Alternatively spliced, alternatively polyadenylated, alternatively initiated,
sense, antisense, and RNA edited transcripts that most commonly arise from the same gene in the
genome. However, mRNA variants could also arise from duplicated genes in the same animal that
have small differences between the genes or the same gene in different animals that have been
mutated in one animal relative to another. Distinguishing the source of a given variant usually

requires the genomic sequence of one or more individuals.

cDNA. A complementary DNA copy of the mRNA.

Full-Length cDNA. A ¢cDNA of the entire mRNA, including the 5' UTR, protein coding
sequence, and 3' UTR. Because it is difficult to determine the start of the 5' UTR without genomic
DNA and other experimental procedures, often the assessment of full-length cDNA is determined
by whether there is a full protein coding sequence and the presence of a 5' UTR. This criterion

was the one used in this study.

Partial cDNA. A cDNA that contains a partial sequence of the mRNA, often not including the 5'
UTR and the beginning of the protein coding sequence, because of incomplete synthesis of the

first-strand reaction in constructing cDNA libraries. This criterion was the one used in this study.

cDNA Cluster. A set of cDNAs with similar but sometimes not identical sequences where the
differences, when present, can include cDNA variants, such as spliced and alternatively
polyadenylated. A cluster theoretically represents one gene of the genome and its mRNA

variants; variants can also be from duplicate genes of the genome with alternative sequences.








































































